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Abstract Microbiota Explorer - Web-Based Tool
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: « Upper Left - Taxa may be protective, but is not statistically significant
Live Demo + Lower Left - Taxa may be protective and statistically significant : _ _
Quadrant annotations - Annotations show he number and percentage of taxa in each quadrant

« Upper Right - Taxa may be a risk factor, but not statistically significant _ _ _ _ _
. Lower Right - Taxa be a risk factor and statistically significant Click on the numbers or ticks in the y-axis to change the p-value cut-points.
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